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Figure 2.Bayesian (MCMC) consensus tree of 84 porcine mtDNA control region haplotypes.
The Hl to H44 were haplotypes found in the 138 individuals we analyzed (Fig. 3),
and the other 40 quoted sequences were shown with their GenBank accession
numbers. The digits at the nodes are posterior probabilities (%) based on the
28,OOO,OOO generations (discarded the first 25 % samples). Length of the bar on
the bottom of tree indicates O.1 expected substitutions per site. The Dl to D6 are
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